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We demonstrate a microfluidic device capable of tracking the volume of individual
cells by integrating an on-chip volume sensor with pressure-activated cell trapping
capabilities. The device creates a dynamic trap by operating in feedback; a cell is
periodically redirected back and forth through a microfluidic volume sensor (Coulter
principle). Sieve valves are positioned on both ends of the sensing channel, creating
a physical barrier which enables media to be quickly exchanged while keeping a cell
firmly in place. The volume of individual Saccharomyces cerevisiae cells was
tracked over entire growth cycles, and the ability to quickly exchange media was
C 2014 AIP Publishing LLC. [http://dx.doi.org/10.1063/1.4867035]
demonstrated. V
Measuring cell growth is of primary interest to researchers who seek to study the effects
of drugs, nutrients, disease, and environmental stress. This has traditionally been accomplished
by monitoring the optical transmittance of large ensembles of cells and applying the BeerLambert Law.1,2 Such population-scale measurements provide important culture statistics, but
averaging obscures the behaviour of individual cells. In addition, these techniques often
require cell synchronicity in order to correlate growth with specific points in the cell cycle, but
synchronicity typically decays rapidly in many cell lines including Saccharomyces cerevisiae
(yeast) cultures.3 Researchers have thus adopted methods that study the growth of individual
cells. Quantifying cellular growth is especially challenging since proliferating cells such as
yeast or Escherichia coli are irregularly shaped, and will only increase in size by a factor of
two.4 Growth will affect the mass, volume, and density of the cell; having access to each of
these characteristics is important in obtaining a complete picture of this process. Time-lapse
fluorescence microscopy can provide valuable information as to the cell cycle progression of
individual cells,5 but 2D optics requires geometric assumptions, and, thus, can provide an
incomplete picture of growth.6,7
Microfluidic lab-on-chip devices with integrated sensors can provide high-resolution growth
tracking of individual cells, either through mass, volume, or density monitoring.4,7,8 Recently, a
microfluidic mass sensor was used to track the buoyant mass of individual cells using a suspended microchannel resonator (SMR).4,9 Monitoring growth can also be accomplished by
tracking volume using microfluidic volume sensors7 operating on the Coulter principle.10
Trapping can be achieved by either (1) cycling the target back and forth through the sensor
(pressure-driven4 and electrokinetic7) or (2) holding a cell in place (posts,11 chevron structure,12
and E-Field13). The former, dynamic approach, allows a single cell to be sampled periodically
by reversing flow directions after a cell is detected. Simple in its implementation, this technique
also has the ability to compensate for a drifting baseline current resulting from parasitic ionic
changes within the sensing channel or other sources of noise. On the other hand, static traps
allow cells to be held in place while the buffer is rapidly exchanged.12 The ability to dynamically change cellular growth conditions during an experiment can lead to significant insight into
the behaviour of cells in environments of varying salinity,14 oxidative,15,16 or osmotic conditions,17 as well as the effect of nutrients18 and drugs.19
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In this work, we propose a device capable of tracking growth using high-resolution volume
measurements, combining the best attributes of both types of measurement systems; continuous
baseline correction and the ability to rapidly exchange cell media. This is accomplished by
using a pressure-driven, feedback-based dynamic trap, whereby a cell is cycled back and forth
through the sensor within a microfluidic channel. On-chip sieve valves positioned at both ends
of the sensing channel are able to selectively capture a cell while the solution is being replaced.
As proof of principle, the volume of several individual yeast cells was monitored over the
course of their respective growth cycles, and the ability to quantify growth response to media
exchange was demonstrated.
Devices were fabricated using multilayered soft lithography with polydimethylsiloxane
(PDMS) molding.20 The completed device is pictured in Figure 1(a); full fabrication protocols
are presented as supplementary material.21 To maximize measurement sensitivity, it is optimal
to choose a channel width and height slightly larger than the dimensions of the target cell.22
However, yeast cells are asymmetrically shaped and tend to tumble as they traverse the sensor.
Preliminary testing suggested this effect could be mitigated by having cells flow along trajectories far from the electrodes (through buoyancy), where electric field is more uniform. Thus, a
channel height of 20 lm was chosen as a compromise. Channel height increases to 28 lm in the
wider part of the central and bypass channels, a result of using a mold made out of reflowed
photoresist.23 Channel width was set at 25 lm through the sensor, and widens to 80 lm at the
sieve valves to facilitate valve actuation, which requires a high width to height ratio.20 The fluidic layer is integrated in a 35 lm thick PDMS spin-coated layer, above which sits a 50 lm tall
valve channel in a 4 mm PDMS layer. Tubing connects I1 and I2 to a common inlet vial, V1
and V2 to vials filled with deionised water and O1 and O2 connect to empty vials (not pictured). Inlet pressures I1 and I2, and valve pressures V1 and V2 are controlled with manual regulators (SMC IR2000-N02-R and SMC IR2010-N02-R); outlet pressures are computercontrolled (SMC ITV-1011). This pressure scheme is detailed elsewhere.24 Current pulses
caused by transiting particles/cells (Figure 1(d)) were acquired by applying a 50 kHz, 220 mV
AC voltage between a pair of electrodes and measuring the drawn current. This frequency is
sufficiently elevated to avoid the electrical double layer capacitance at the electrode-electrolyte
interface,25 but low enough to avoid sensitivity to cell impedance or substrate.26 The electrical
setup used for these experiments has been described previously.24,27 A temperature controller
maintains the device at 30  C.
The cell capture, media exchange, and detection process occurs as follows. A cell suspension is loaded into the bypass channel and made to flow through the central sensing channel by
imposing a pressure gradient (Figure 1(b)). Cells flowing through the sensor are observed
optically; once a cell of interest is observed (a cell without a bud), valves are sealed
(V1 ¼ V2 ¼ 35 psi). This stops all flow through the sensor, and enables bypass channels to be

FIG. 1. (a) Micrograph of the microfluidic device. Two parallel bypass channels are connected by a sensing channel with
sensing electrodes. Pressure is applied at inlets (I1, I2) and outlets (O1, O2) to control flow conditions. Valves (V1, V2) are
positioned over each end of the sensing channel. Food coloring is used to highlight the valve (red) and fluidic layers (blue).
(b) Flow mode: valves are unpressurized, and cells flow freely through the device. (c) Trapping mode: valves are pressurized to capture a cell within the central channel. Pressure-driven flow cycles the cell back and forth across the sensor.
(d) Typical current pulses measured for a yeast cell.
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flushed and replaced with fresh media. After 2 min, valve channels are pressurized to 24 psi
where they compress the channel to a sufficient height to physically restrict the passage of yeast
cells, while allowing the media to flow through the central channel (Figure 1(c)). The pressure
gradient between bypasses causes the media in the central channel to be flushed out, while the
target cell is physically trapped. Replacing the media in the central channel takes 2 min. At this
stage, a pressure-driven feedback-based dynamic trap can be initiated. In this dynamic trap
mode, the pressure settings at O1 and O2 are adjusted to redirect the cell back and forth through
the sensor, based on current pulses measured from cells transiting through the sensor. Through
R software, these outlet pressure settings are feedback-adjusted to maintain a
custom LabViewV
speed of 250 lm/s in both directions at a detection frequency of 30 cells/min (Figure 1(d)). To
minimize the effects of channel stretching/shrinking, the sum of pressures at O1 and O2 is held
constant. This precaution was taken since the sensing channel structured within the flexible
PDMS polymer will alter its geometry based on internal pressure.28 The short central channel
ensures steady nutrient replenishment from the bypasses. For example, a glucose molecule takes
4 min to diffuse from the bypass to the electrodes. In practice, Taylor-Aris dispersion will
reduce this replenishment time considerably. Based on video analysis, 25% of the central channel’s
media is replenished every pressure reversal (video presented as supplementary material21).
Polystyrene microspheres of 3.9 6 0.3 lm, 5.6 6 0.2 lm, and 8.3 6 0.7 lm (NIST size standards)
were used to calibrate the sensor, and obtain the current pulse-to-volume calibration for every solution (supplementary material21). The validity of this calibration method is discussed elsewhere.29
Care was taken to limit trajectory-based variations in signal: the device is positioned with electrodes at the top of the sensing channel, and with the negatively buoyant cells/particles flowing along
the bottom. Based on previous experimental and theory work, we found that signal amplitude can
vary as much as 3.5 fold for different heights.27 The effect of trajectory on current pulse amplitude
has also been reported elsewhere.30,31 In this work, buoyancy is used to ensure that the cell flows
along a trajectory at the same distance from the electrodes for every measurement.
Saccharomyces cerevisiae (BY4743 Mat a/alpha, genotype: his3D1/his3D1 leu2D0/leu2D0
LYS2/lys2D0 met15D0/MET15 ura3D0/ura3D0 ade2::LEU2/ade2::URA3) was cultured to exponential phase at 30  C in an incubator/shaker in yeast bacto-peptone (YPD) with 2% w/v glucose, supplemented with 0.2 M NaCl, 0.05% bovine serum albumin (BSA) and 42 mg/l adenine.
Sodium chloride was added to enable the current pulse measurement, at a concentration where
cells are viable;32 BSA was used to prevent cell agglomeration; adenine was supplemented
since this particular yeast mutant does not produce its own supply. A cell suspension was introduced into the device, from which a cell at the early stages of its cell cycle was captured, and
dynamically trapped for 100 min. Three typical cell growth results are shown in Figure 2(a).

FIG. 2. (a) Growth curves for 3 cells trapped in succession. Simultaneous optical and electrical measurements allow cell
cycle stage to be correlated with volume. Pictures of cell corresponding to the red squares are presented in 15 min increments. A cell is cycled through the sensor every 2 s. For clarity, each data point for yeast volume represents the average of
data points over a period of 5 min, with standard deviation. (b) Demonstration of an interrupted growth cycle, where
YPD þ 0.2 M NaCl was replaced with 0.2 M NaCl at 40 min, and then again returned to YPD þ 0.2 M NaCl at 80 min. The
media exchange process takes 4 min.
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Since the culture was not synchronized, this leads to variability between “initial” cell volumes:
there is a 27% difference in initial volume between the cells identified by red squares and green
triangles. This is caused by (1) optical limits, whereby cells chosen for study are not all at the
exact same cell cycle stage and (2) differences in the age of the mother cell: the more buds a
mother cell has produced, the larger it becomes.33 On average, captured yeast cell demonstrated a doubling time consistent with growth rates under ideal incubator/shaker conditions;
nutrient depletion, electric field, and shear stresses are not affecting growth. Optical inspection of budding cells confirms that most growth is occurring at the daughter cell, as
expected.33 An elevated signal-to-noise ratio allows for high resolution volumetric measurements (4 lm3); cell asymmetry7 and trajectory variability27,30,31 lead to a relative standard
deviation of 6% for cells and 4% for microspheres of similar size. While mass or protein
synthesis methods have indicated linear34 or exponential4,6,35,36 growth curves, volume-based
methods have suggested sigmoidal patterns.7,37 Prior to daughter cell emergence, and later in
the cycle as the daughter cell emerges, volumetric growth rate declines.38 In this work, it is
difficult to ascertain with mathematical rigor the shape of the growth profile; however, for
each cell, volume increases steadily throughout the growth cycle before declining near the
end of the cycle.
To demonstrate our ability to easily exchange media while maintaining a trap, the solution
was exchanged 40 min into a yeast growth cycle; culture media was replaced with a pure saline
solution 0.2 M NaCl þ 0.05% BSA, and then replaced again with culture media at 80 min
(Figure 2(b)). Cell growth is halted temporarily while in saline solution, before resuming normal growth thereafter. The cell cycle time is extended by this period. The cell volume drifts
downward after the initial solution change at 40 min. Though this drift lies within our uncertainty bounds, cellular responses to osmotic shock on similar timescales have been documented
elsewhere.39 This result demonstrates an ability to quickly exchange cell media, and observe
cellular response.
In conclusion, we have demonstrated a microfluidic device capable of maintaining a
dynamic, pressure-driven cell trap, which can monitor cellular volume over the cell cycle.
Concurrent optical microscopy allows for real-time visual inspection of the cells. In addition,
sieve valve integration provides for the exchange of media or the addition of drugs. Such a
platform could also be key in cancer cell cytotoxicity assays,40 where growth response to anticancer drugs could be monitored.
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